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Fig. 1 



GCLIE1B: Biotin- 

CGCGCGCGTCTCACAAAGATACATGCCATGACTCGCGGCCCAGCC 
GCLIE2P: P- 

CCCCATGGCCGGCTGGGCCGCGAGTCATGGCATGTATCTTTGTGAGACGCGCGCG 
GCLI3P: P- GGCCATGGGGNNKATCNNKTTTNNKGAGGACCGGGG 
GCLIB4P: P- GTGGCCCTGGAAGCCCCGGTCCTC 
GCLI5P: P- 

CTTCCAGGGCCACNNKTACNNKTGCNNKAGCGACTGCCCCAACC 
GCLI6P: P- TGCAGCCCTATTTCAGCCGC 
GCLIB7P: P- 

GATGGAGTTACAGCGGCTGAAATAGGGCTGCAGGTTGGGGCAGTCGC 
GCLI8P: p- 

TGTAACTCCATCNNKGTG N N KAGCGGCTGCTGGATGCTGTATGAG 
GCLIE9P: P- . CGCCCCAACTACCAGGGTCACCAGTACTTCCTGCGGC 
GCLIE10: 

GCCGCAGGAAGTACTGGTGACCCTGGTAGTTGGGGCGCTCATACAGCATC 
GCLIA1 1 B: Biotin- CCATCAGCCCCATCAGCGAACTTTGCCGCAGGAAGTACTGG 

P: Phosphate, N: A/C/G/T, K: T/G 



Fig. 2 
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Fig. 3 



5' aaauas xx 



OCFORNOT 



GCBACKSfiBst 



Fig. 4 



GCFORNOT: 5' GAGTCATTCTGCGGCCGCATAAAAATCCATCACCCGTCTTAAAGAACC 

3' 



GCBACKSfiBst: 5' 

GCGGCCCAGCCGGCCGCTGCTGGATGCTGTATGAGCGCCCCAACTACCAGGGTCACC 
AG 3' 
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Fig. 7 



Mu 12A: 

GGCCC4GCCGGCC ATGGGGAGGATCAAGTTTAAAGAGGACCGGGGCTTCCAGGGCCA 
CTATTACAGTTGCAATAGCGACTGCCCCAACCTGCAGCCCTATTTCAGCCGCTGTAACT 
CCATCAGGGTGCTG AGCGGCTGCTGGATGCTGTATGAGCGCCCCAACTACCAG GG 
CC 

WT: 

GGCCCAGCCGGCC ATGGGGAAGATCACTTTTTACGAGGACCGGGGCTTCCAGGGCCA 
CTGCTACGAGTGCAGCAGCGACTGCCCCAACCTGCAGCCCTATTTCAGCCGCTGTAAC 
TCCATCCGCGTGGACAGCGGCTGCTGGATGCTGTATGAGCGCCCCAACTACCAGGGC 
CACC 



Fig. 8 



Mu 12A: 

A4QPA MGRIKFKEDRGFQGHYYSCNSDCPNLQPYFSRCNSIRVLSGCWMLYERPNYQGH 
QYFLRRGDYPDYQQWMGFNDSIRSCRLIPQHTGTFRMRIYERDDFRGQMSEITDDCPSLQ 
DRFHLTEVHSLNVLEGSWVLYEM PSYRGRQYLLRPGEYRRYLDWGAMNAKVGSLRRVMD 
FY AAA GA PVP YPDPLEPRAA 



WT: 

AAQR4MGKITFYEDRGFQGHCYECSSDCPNLQPYFSRCNSIRVDSGCWMLYERPNYQGH 
QYFLRRGDYPDYQQWMGFNDSIRSCRLIPQHTGTFRMRIYERDDFRGQMSEITDDCPSLQ 
DRFHLTEVHSLNVLEGSWVLYEM PSYRGRQYLLRPGEYRRYLDWGAMNAKVGSLRRVMD 
FY AAAGAPVPYPDPLEPRAA 



Fig. 9 



GC 20bbackWT: 5' GGGAATTCCATATGGGGAAGATCACTTTTTACG 3* 
GC 20bback1 2A: 5' GGGAATTCCATATGGGGAGGATCAAGTTTAAAG 3' 
GC for 20b: 5' CGCGGATCCGAATAAAAATCCATCACCCG 3' 
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Fig. 10 



Mu 12A-HIS: 

MGRIKFKEDRGFQGHYYSCNSDCPNLQPYFSRCNSIRVLSGCWMLYERPNYQGHQYFLR 
RGDYPDYQQWMGFNDSIRSCRLIPQHTGTFRMRIYERDDFRGQMSEITDDCPSLQDRFHL 
TEVHSLNVLEGSWVLYEMPSYRGRQYLLRPGEYRRYLPWGAMNAKVGSLRRVMPFYSDP 
NSSSVDKLAAALEHHHHHH 

WT-HIS: 

MGKITFYEDRGFQGHCYECSSDCPNLQPYFSRCNSIRVDSGCWMLYERPNYQGHQYFLR 
RGDYPDYQQWMGFNDSIRSCRLIPQHTGTFRMRIYERDDFRGQMSEITDDCPSLQDRFHL 
TEVHSLNVLEGSWVLYEMPSYRGRQYLLRPGEYRRYLDWGAMNAKVGSLRRVMDFYSDP 
NSSS VDKLAAALEHHHHHH 



Fig. 11 
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Fig. 12 
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Fig. 13A 



Fluorescence spectra 
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